Abstract
specific to the genotypes were considered the detection limit of the assays.
203
The specificity of the assays was tested by involving the following avian mycoplasma species 
Validation of the assays

265
The results of the validation tests of all selected assays are shown in Table 2 . Melting 266 temperatures and sizes of amplicons are listed in Table 2 and shown in Figure 1 . strains from each other ( Table 2) .
276
Considering the sensitivity of the assays in general, the tests showed similar sensitivity to the caused by the distinct sensitivity of the assays, contradictory results were found in two cases. closely related field isolate to strain 6/85 (7/2636 nucleotide differences from 6/85 on 1 of 6 337 examined genes). Sample 99179 showed the vaccine type by MAMA-ts11-glpK and MAMA-338 ts11-potC assays, while based on MLST analysis it proved to be a closely related field isolate 339 to strain ts-11 (10/2636 nucleotide differences from ts-11 on 3 of 6 examined genes).
340
The ts-11 vaccine specific genotype was determined for strain K6216D based on in silico 341 analysis of the targeted mutations in the strain's whole genome sequence (GenBank Acc. N.: MATM00000000 reliable assay for the discrimination of the vaccine ts-11 (Dataset S1).
396
In the case of vaccine type ts-11, samples harbouring at least one SNP specific to strain ts-11 397 and/or originating from the same country (Australia) as the parent strain of ts-11 vaccine were 398 checked with PCR systems specific to ts-11 sequences described by Ricketts et al. 
431
The developed method is highly specific, thus it is applicable directly on clinical samples, Abbreviations: bm= bimodal peak indicating the presence of both genotypes in the sample; Ct= cyclic threshold; NTC= negative control; Tm= 600 melting temperature; v= vaccine; wt= wild type; "-"=non-detected. 
